Nonsense mutations in the Dark-fly genome Twenty-eight nonsense mutations identified in the Dark-fly genome are listed. Nucleotide position on the chromosome, old nucleotide (in reference genome) and new altered nucleotide (in Dark-fly genome), old and new amino acid, number of affected isoforms / number of total isoforms encoded by gene, and GO term of gene are shown. Ten mutations were located in a subset of gene isoforms (ex. 1/2, 1/3, 6/9 in the "isoforms" column), and 18 mutations altered all products of a gene (ex. 1/1, 2/2, 3/3). * indicates a stop codon. 
